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Red Sea and Arabian Gulf: recipients and donors of NIS 

Use of eDNA: challenges and opportunities

Sample collection
Replicate number
Sample type
Sample volume

1

2

2

Sample processing
DNA extraction method
Genetic markers
PCR protocol

Data analysis
Community level analysis
NIS identification
Detection probability
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Large-scale monitoring program: 12-month period surveys 
collecting data from 34 ports and marinas

50L

10 replicates (5L)

1 Effect of water 
volume on 

biodiversity
metrics

2 Efficiency of 

eDNA to 

detect NIS

3



15L 25L 50L
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Community level analysis: site-specific biodiversity was distinguisable from 3 replicates 
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Efficiency of eDNA to detect NIS

Sabaki tilapia C. inaudita

Aquaculture
introduced

Cryptogenic
5

Tax Assignment: 97% identity COI
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Community level analysis: site-specific biodiversity was distinguisable from 3 replicates 
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